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Presentation of one
of the co-administrators
I live in South Pasadena, a small city in California and a neighbour of Los Angeles. However, I was born and raised in Söderhamn,
Sweden. I became interested in genealogy in
my teens, but had to stop when I moved to
America. I picked up where I left off when
the Swedish church records became available
over the Internet. I did my first DNA test in
2013 with 23andMe, followed by additional
tests with Family Tree DNA and AncestryDNA. I have also had several family
members tested as well as other individuals who pique my interest. In addition to being a co-administrator for the “Swedish DNA” project, I am also a
co-administrator for the “Q Nordic” project, as well as the administrator for
the newly start surname project “Wennerström”. In the “Swedish DNA” project
I function as a contact person for English-speakers and I also assist with the
mtDNA member subgrouping.
Anders Olsson

The number of
matches in Family
Finder
The graph provided by
Göran Runfeldt shows
the trend of the number of
matches for 238 primarily
Swedish speaking individuals who participate in
Dnagen (http://dnagen.
net).
Magnus Bäckmark

How many DNA tested individuals live in Sweden?
Now and then the question appears of how many individuals have been DNA
tested in Sweden. Today, 23andMe and FTDNA sell and deliver to Sweden.
Ancestry’s DNA test is not delivered to Sweden.
There are no figures available for 23andMe, but there were a number who
were tested with that company in the beginning of DNA testing, still unclear how
many. FTDNA has information regarding how many kits have Sweden in the
address of the contact person. On May 11 that number was 6,425 and on August
16 that number had increased to 6,692. It is not evident from these numbers
which tests were taken.
Mats Ahlgren
2 SWEDISH DNA PROJECT NEWS

No 5, 2015

What parts of the country have the best
representation in Family Finder?
In August, a survey was conducted in the Facebook group
DNA-anor for the purpose of answering this question. 262
Family Finder participants answered the question of what
part of the country the largest share of their ancestry originates according to written records. (If two areas were of equal
weight, then one of the two was to be selected.)
In the table below, the answers have been compared
against (divided by) the current population size in each respective area in order to get a comparison figure (the number
on the right).
The survey has many shortcomings, but strengthens the general impression
that the interest in Family Finder is so far the greatest among individuals with
roots in the northernmost part of the country.
Test takers with many roots in the North have relatively many matches,
in most cases somewhere between 500 and 1,200. A few test takers with ancestry to a large extent in Stockholm County report that they have around 300
matches. As you can see in the graph on p. 2 these number of matches are more
or less the same as the extreme top and bottom matches numbers which occur
among Swedish-speaking test takers.
Area
Norrbotten and Västerbotten Counties
Värmland, Dalarna and Gävleborg Counties
Västernorrland and Jämtland Counties
Västra Götaland and Halland Counties
Småland, Öland and Gotland
Uppsala, Västmanland, Södermanland,
Örebro and Östergötland Counties
Skåne and Blekinge
Stockholm County

Survey
Comparison
response
figure
49
9.6
46
5.5
18
4.9
48
2.5
20
2.4
34
24
3

2.1
1.7
0.1
Magnus Bäckmark

Looking for books on
DNA genealogy?

Facebook group for
DNA genealogy in Swedish

Here’s a selection:
http://www.isogg.org/wiki/
Genetic_genealogy_books

If you are a Facebook user, feel welcome to join if you don’t mind that
the discussions are in Swedish.
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Unknown half-brother
This past winter I received an email from a
Canadian woman, Kellie, who told me about
her research into her father-in-law’s biological
father. The thing was that her father-in-law
had been born in Finland in 1923. His mother
had left him with her parents when she immigrated to Canada after only a few years. There
she met a man, got married, and could send for
her son. John, as he became known as, grew
up and took his stepfather’s last name, but
the whole time he knew that he had another
biological father.
John died in 1987 and he never told his
son, Kellie’s husband, what he knew about his
biological father. However, Kellie had found
his birth certificate which had the name of the
biological father.
In this way, Kellie came in contact with
me. That is, the biological father’s name and
birth details were consistent to 90% with one
that I had in a family tree online. It was my
children’s patrilineal great grandfather. We
started communicating. Unfortunately, the
children’s grandfather was also deceased, but
the grandmother said that she had never heard
of the existence of a half-brother.
After a few back-and-forths the project
group “Forest Finn DNA” was also involved
in the mystery. They offered to pay for a DNA
test if I could persuade my son or his father to
let themselves be tested. The son thought it
sounded interesting and a test was sent off in
July.
Then, the other day, the answer came: my
son and Kellie’s husband had 332 cM shared, a
longest block of 140, and were estimated “1st3rd Cousins”. The mystery was solved!
Viktoria Tropp
Skövde
(viktoria@tropp.se)
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... and his son John.
The relationship was confirmed by comparing the DNA
of John’s son to that of his supposed half-cousin’s son. They
indeed turned out to have DNA
in common to the same extent
as first cousins to third cousins
commonly have.
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A matrilineal family within mtDNA haplogroup J1c2c1
with branches in Björneborg County
and Älvsborg County (among other places)
The common matrilineal ancestor of the three tested mtDNA lines is Sara
Mårtensdotter, baptized on September 6, 1703 and died on June 4, 1758. She is
a farmer’s daughter at the Stubbas farm in Sastmola (Merikarvia in Finnish).
Her husband Thomas Sigfridsson, born about 1700, is the son in law and is of
unknown origin. The area was previously populated by a mainly Swedish speaking population, which has since been replaced by Finnish speakers. Early on,
the farm is referred to by the name Stubbas/Stubbe and later on with the Finnish form Stubbila/Stupila. Consequently, the daughters Maria Thomasdotter,
baptized on February 28, 1727, Anna Thomasdotter, baptized on March 19, 1731
(my ancestral line), and Cajsa Thomasdotter, baptized on January 1, 1742, now
have confirmed mtDNA lines to present day. There is at least one more sister
with descendants, Ulrica, born on August 23, 1747, but I have personally never
closely researched these sisters’ families. The information about them has been
brought to light through the mtDNA tests.
The documented female line actually continues for an additional three generations back to Malin, who ought to have been born before 1630 and died in
1668 in Björneborg, with roots in Ulvsby, south of the city, according to old legal
documents (tingsprotokoll).
The haplogroup is J1c2c1, which is not too common in Sweden as it seems.
However, I do have a GD=1 match whose oldest known ancestor is from Flo, Älvsborg. It is the only one among the current 1,541 full sequence tested individuals
who belong to J1c2c1 and state that their oldest known matrilineal ancestor lived
within present-day Sweden. The remaining non-Swedish full sequence matches
are in Germany and Great Britain, so one must assume that the migration to their
respective locations originated on the continent. It is unlikely that there was ever
a connection between Flo and Björneborg. In the past, the people of Björneborg
had trade connections with the German Hanseatic League, so presumably my
female line arrived from there along with a German merchant’s wife.
There is a heteroplasmy in each of the two other tested lines, so they are
actually a full GD=2 apart from each other, while I have a GD=1 to both of them.
Jörgen Othman
Kaitsor, Finland
(mygenea23@gmail.com)
Overview, see next page →

Would you like to tell your story in Swedish DNA Project News?
Do you have an article, hints or tips,
or related news item to publish?
Please contact one of the project administrators.
This issue was edited by
Magnus Bäckmark (magnus.baeckmark@swipnet.se).
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Michael Wendy
Ibsen Duldig

References: Phylotree.org. Doron M. Behar et al., A ’Copernican’ Reassessment of the Human Mitochondrial DNA Tree from its Root (2012, gives the age estimates).
About Richard III: Turi E. King et al., Identification of the remains of King Richard III (2014), http://blog.jameslick.com/?p=1335 and www.wikitree.com/wiki/Ibsen-35.
About Feigen Radergoertgens: http://www.e-family.co.za/ffy/g5/p5324.htm.
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A patrilineal line from Skellefteå
within Y-DNA haplogroup I1a* (I-DF29) > Y11205
There is an ongoing discussion on how to determine, through Y-DNA testing,
who the potential father of a child born out of wedlock is. I would like to point
out that it may be possible in some cases.
I have thoroughly research the written records and have found a probable
father to my patrilineal great grandfather who was born out of wedlock. I have
done the Big Y test and through the help of YFull (www.yfull.com) I have been
able to determine the haplogroup. It is I-Y11205, which is currently estimated by
YFull to have branched about 4,700 (5,600-4,000) years ago. So far, there is one
more participant at YFull who belongs to the same branch. According to written
records, this individual’s patrilineal line appears in Southern Finland Province
(län). According to YFull’s calculations, our most recent common ancestor lived
about 1,800 (2,500-1,100) years ago.
I was very excited the time I got a GD = 0 match who had tested 12 Y-DNA
STR markers. He had also had his father tested. When the results came from
FTDNA, it turned out that the father was not the biological father. My match
then spoke with his mother and
was then given the name of his
biological father. It also turned
out that the biological father
subsequently had married another woman with whom he had
had a son. Later, the son also did
a Y-DNA test, but only at the
12-marker level. With him I have
a GD = 0 (GD = genetic distance,
the number of differences of the
An example of what a soldier’s cottage could
tested STR markers).
look like in Västerbotten. A pencil drawing
At higher comparison levels it
by Paul Sandström in the publication Väsis clear that I and my first match
terbotten, 4/1975.
are very similar (see overview).
Working together, we arrived at a
probable common ancestor, Per Mikaelsson with the soldier’s name Lax, later Bur,
born September 19, 1732 and died March 6, 1790 in the war in Southern Finland,
corporal at the military subdivision (rote) 59 Bur in Skellefteå landsförsamling
parish. Two of his sons connect my match, his half-brother, and me though the
probable direct patrilineal line: Per Persson (1758-1841), a settler in Högheden,
Jörn parish, and through the brother Olof Persson (1765-1854), the first bell-ringer
in Norsjö. I realize through the help of my Y-DNA test that my earlier hunches
could possibly be confirmed, i.e. who might be my great grandfather’s father.
The level of similarity appears reasonable, being that seven generations
have passed on each family branch. The TiP calculator indicates, with regard to
which markers our differences occur on, a general probability of 63 percent that
our common ancestor exists within the past 8 generations, and a probability of
97 percent within the past 16 generations.
What remains is to try to persuade more of corporal Per Bur’s now living
patrilineal descendants to do a Y-DNA test. If I can locate any descendants, the
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The location of this branch in YFull’s tree.

distribution of the STR markers may clarify the now seeming connection. For
example, it could be substantiated that a certain difference occurred within a
particular generational interval on one of the family branches and others occurred elsewhere within the family. If more distant relatives appear, the family
line might be proven all the way back to Per Bur’s, at present, oldest known
patrilineal ancestor according to written records, namely Tomas Larsson, on
record 1539-1558 in Norsjö, Skellefteå parish.
Jan Fredman
jan.fredman@gmail.com
http://fredman.se
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The fifth most common 12-marker haplotype in Sweden,
within Y-DNA haplogroup I1a2 (I-Z58/S244)
It is time to have a closer look at the fifth most common 12-marker haplotype in
our project. The data tells us that it is also the fifth most common among people
who indicate that their oldest known patrilineal ancestor lived within the borders
of present day Sweden. The abbreviation ht 5 is used below when referring to
haplotype 5, this haplotype, which has the following marker values 13-22-16-1013-14-11-14-11-12-11-28 (markers given in the order they occur at FTDNA). The
haplotype differs only on the third marker compared to the modal haplotype (the
likely original haplotype) within I1a (http://home.comcast.net/~philgoff/deepancestry.htm).
The members of our project who have this haplotype are (kit numbers):
152459
243917
318563
347367
391367
154151
278644
322636
350447
401337
196744
286189
331959
363606
N10028
219479
316992
335745
376075
As with all haplotypes, bear in mind that a certain haplotype occurs within more
than just one branch. The randomness at which mutations occur causes some
family lines from neighboring branches to have values that coincide. Due to
this randomness, an individual’s family line may have belonged to e.g. ht 5 for
thousands of years, but then a more recent mutation on one of the 12 markers
caused it, from that moment on, to belong to a neighboring haplotype instead.
Currently, 188 tested individuals – 0.03 percent of FTDNA’s 541,505 Y-DNA
customers – have ht 5, of whom 19 are members of the Swedish DNA project. To
date, the patrilineal lines appear in the following countries (the given number
is the share of individuals with ht 5 in relation to the total number of tested
individuals with patrilineal lines from each country):
Norway 1.9 %
Sweden 1.1 % or 34 of 3,201
tested individuals
Finland 0.5 %
Denmark 0.2 %
Great Britain 0.2 %
Ukraine 0.1 %
Hungary 0.1 %
Wales 0.1 %

The Netherlands <0.1 %
USA <0.1 %
England <0.1 %
Poland <0.1 %
France <0.1 %
Russia <0.1 %
Scotland <0.1 %
Germany <0.1 %
Ireland <0.1 %

The countries above all have more than 1,000 tested individuals each, which
should make the calculated shares relatively accurate. Note, regarding Great
Britain, 0.04 % is the share of those who have stated this as their oldest known
country of origin. The share given above for Great Britain includes these individuals as well as those who have given the more precise locations England,
Scotland, and Wales. The sample size of Peru is still too small to provide statistics
(1 of 33 tested).
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Where in the family tree ht 5 occurs
Through SNP-testing it is possible to find out where in the family tree you belong.
To find out how SNP testing is done, see Swedish DNA Project News No 1, p. 2.
The search path for ordering SNP tests has changed. Today you choose, after
having logged in, Y-DNA, then Haplotree & SNPs, followed by (at the bottom
of the page) advanced SNP order form. If you would rather like to get a lot of
information all at once, you may instead do the more comprehensive Y-DNA test
FTDNA offers, called Big Y, along with the accompanying analysis provided by
YFull. How this is done is explained in Swedish DNA Project News No 3, p. 5 ff.
Those with ht 5 who have had some kind of more detailed examination have until
now all been placed on various sub-branches below I1a2 (I-Z58/S244). This is a
group that is estimated to have been branched off at about 4,700 (5,600-4,000)
years ago (YFull). From that time, there is already a split into two sub-branches
which have continued to break down into a large number of sub-branches – at
present, 155 sub-branches have been identified at YFull.
Several with ht 5 have through SNP-testing confirmed that they have the
mutation L1302, or in other words belong to the branch I1a2a1b1a (this year’s
updated haplogroup designation by ISOGG). The members of it are thought
to have a common ancestor who lived at some point between the 5th and 13th
century, probably in the earlier part of that time range (or 1,700 years ago,
with greater certainty between 1,900 and 1,450 years ago according to YFull).
The patrilineal line of the tested individuals appears in Sweden, Norway, and
Finland, as well as Russia and Ukraine. One reason for the appearance in the
latter two countries mentioned may according to one suggestion be explained by
Northerners who took part in the building of Kievan Rus’. To date, this is one of
the branches that have aroused the greatest interest within genetic genealogy
in the Nordic countries, so greater understanding may be expected in the future.
You may follow the progress at the homepage of the I1-L1302 project (www.
familytreedna.com/groups/i1-l1302).
Notable about ht 5, based on what we know now, is that it appears to be limited
to occurring in I1a2. Both ht 2 and ht 3 occur within the entirety of I1a, while the
distribution area of ht 1 is within I1a1. Also of interest is how among the carriers
of ht 5 there are good examples of how STR-markers through mutations drift
in different directions over time. Among our project members having ht 5 there
is one example of an individual who is confirmed belonging to the sub-branch
L1302, but so far does not have a single match at the 67-marker level – while at
the same time others who are confirmed not belonging to L1302 have matches
at the 67-marker level who do belong to that branch. Consequently, comparing
67 markers in this part of the tree, for some tested individuals, this means that
they discover really distant patrilineal ancestors, ancestors who are not more
closely related to them than, at the latest, via the Roman Iron Age – while others,
due to the randomness at which mutations occur, will not see significantly closer
patrilineal ancestors than that.
The aforementioned individual in our project with ht 5 who, as of yet, does
not have any matches at the 67-marker level, but only barely. Tested individuals
having up to seven differences at the 67-marker level show up as matches. This
person has eight differences to his closest “neighbor” within our project, and thus
barely not visible in the matches list. The remaining project members with ht 5
have at least one project colleague, and at most six, at the 67-marker level. None
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of the eleven members with ht 5 who have analyzed at least 67 makers has any
apparently close patrilineal relative, based on the number of differing markers,
among the other project members at the same comparison level. There is a couple
of matching individuals who may be the closest match, at three differences between them. Considering the markers that make up their differences, the overall
probability is great (98 %) that their most recent common patrilineal ancestor lived
no more than 16 generations ago. (Probabilities of various relationship distance
intervals in relation to the match in question can be seen by clicking the “TiP”
button located next to the match’s name.) The patrilineal lines of the two tested
individuals start with unknown fathers whose sons were born 1850 and 1902
respectively in the provinces Västerbotten and neighboring Ångermanland.
It is apparent from the clustering of the project members with ht 5 that
they all belong to the same, relatively recent, branch, i.e. a branch that formed
probably in the Iron age. If one of them happens to be a really “rare bird”, whose
12-marker haplotype was favorably changed by chance to closely resemble that of
the rest of the group but originally had radically different values, then this person
would not even be close to the others at increased marker levels (25, 37, 67, 111
markers). (On the other hand, these “rare birds” are commonly occurring within
ht 4, as explained in the previous issue, a significantly larger and older part of
the family tree – R1b1a2a1a (R-L151) – due to markers coinciding by chance as
a result of the large number of distinct family lines existing within it.) However,
as we have seen, all project members with ht 5 are balancing between showing
up as a match in each other’s matches list and not, also at a level as high as 67
markers.
As has also been mentioned, several belong to the branch L1302, but not
all. The common patrilineal ancestor of everyone may consequently have lived
not too long before the branching of L1302. There is value in highlighting this
further, and hopefully those with ht 5 will consider finding their place in the tree
through SNP testing or Big Y+YFull.
In our project table, most members with ht 5 receive the advice to test L1302
and when they have join the I1-L1302 project. Those who test negative for L1302
are recommended to join the I1-L1301 project, which is dedicated the larger and
older clan which L1302 is a part of. A smaller amound of the project members
with ht 5 are adviced to test L1301 first. Within L1301 and its subbranch L1302
a detailed tree structure has been revealed, thanks to closer analysis by many
members, see the web pages of those projects.
Family lines with ht 5
Testing of twelve men with the names Gough and Goff shows that they belong
to the same patrilineal family whose patrilineal ancestor by all accounts had ht
5. Gough is primarily a Catholic family from Maryland, known since the end
of the 17th century, and Goff is predominantly Protestant from West Virginia,
known since the 18the century. The fact that the given names Salathiel and
Benjamin occur frequently within both families also indicates a connection.
Historical sources note that a Stephen Goffe came to America in 1664 or 1665.
There is possibly a connection – perhaps through this Stephen – to a John Goffe
in Frettenham in the in the county of Norfolk in Eastern England, whose oldest
child was born in 1587 and was given the name Salathiel.
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wikitree.com.

One descendant of Stephen Goffe and a member of the Goff family of western Virginia have
both done Big Y+YFull. The results prove
them belonging to I1a2a (I-Z59) > CTS8647
> Z60 (the most recent SNP in common with
the branch L1302) > Z140 > A196 > Y6900
> Y6910 > Y6885. The final SNP is yet only
known in these two men and is calculated to
have occurred in a man who lived around 375
(750−125) years ago.
Mutations have occurred on various subbranches within the Gough and Goff families
– even on the first 12 markers – which make
it possible to assign individuals to different family branches through the aid of the DNA results; DYS439 (the ninth marker in FTDNA’s
order) has changed from 11 to 12 on the oldest
known patrilineal ancestor’s son Benjamin
Dorothy (Goff) Denny (1790−
Gough’s family line and on Salathiel Goff’s
1860), Salem, Indiana, is one
to 10 instead. (Phillip G. Goff, Goff/Gough
of the individuals mentioned
Surname DNA Study, http://home.comcast.
in the aforementioned family
net/~philgoff/DNAresults.htm. This website
book.
contains additional reading, and if you wish,
you may order the over 400 pages long book
about the Goff family, who are today found in virtually the entire United States.)
As for Sweden, there is the Norstedt family. It has been found that their
currently tested members have in part ht 5, and in part the very close ht 3. The
comparison project has four tested individuals, who are related to each other
through an ancestor born in 1672 on a bergsman’s farm (bergsman = a farmer
who also mined and produced iron) outside of Falun. Thus, they are as of yet, the
leader in the number of tested members as far as Swedish families are concerned.
For further reading, see Swedish DNA Project News No 3, p. 18, or http://hoijen.se.
Moreover, there does not seem to be any larger/older documented patrilineal
families with (modal) 12-marker-haplotype ht 5 who is represented by more than
one tested individual. Rather, so far, we are only seeing one test taker here and
one test taker there. In the case connections are established through written
records, now or later, please report this so it can be noted in this newsletter.
Magnus Bäckmark
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